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Serial No.: 09/327,563 
In the Claims : 

Cancel claims 105, 106, 110-112,' and 188-191 without prejudice. 
Add new claims 193-213 reading as follows: 



Group Art Unit: 1652 



— 193. A variant of a parent alpha- amylase, said variant having an amino acid 

sequence which differs from the amino acid sequence of said parent, wherein the difference between 
said variant and said parent comprises a different amino acid residue in said variant than in said 
parent at one or more positions4elected from the group consisting of the positions which correspond 
to amino acid residues Q298, G299, G301, Y302, L307, F343, F403, H405, H406, D407, L427, 



1428, D430, G433, ana G475 in Bacillus licheniformis alpha-amylase. — 



— 194. The variant according to claim 193, wherein said difference between said 

variant and said parent comprises a different amino acid residue in said variant than in said parent 
at the position which corresponds^ to amino acid residue Q298 in Bacillus licheniformis alpha- 
amylase. — 



-- 195. 



The variant accoroing to claim 193, wherein said difference between said 



variant and said parent comprises a different amino acid residue in said variant than in said parent 
at the position which corresponds to amino \cid residue G299 in Bacillus licheniformis alpha- 
amylase. - 
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j^^p^QJ^ — 196. Tn^ variant according to claim 193, wherein said difference between said 

variant and said parent coniprises a different amino acid residue in said variant than in said parent 
at the position which corresponds to amino acid residue G301 in Bacillus licheniformis alpha- 
amylase. — 

— 197. The variant according to claim 193, wherein said difference between said 

variant and said parent comprises a different amino acid residue in said variant than in said parent 
at the position which corresponds to ai^ino acid residue Y302 in Bacillus licheniformis alpha- 
amylase. — 



-- 198. 



The variant according toyclaim 193, wherein said difference between said 



variant and said parent comprises a different ammo acid residue in said variant than in said parent 
at the position which corresponds to amino aci<\"esidue L307 in Bacillus licheniformis alpha- 
amylase. — 



— 199. The variant according to claim 193u wherein said difference between said 

variant and said parent comprises a different amino acid residue in said variant than in said parent 
at the position which corresponds to amino acid residue F3^3 in Bacillus licheniformis alpha- 
amylase. — 
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fl^X^>/ - 200. The\ariant according to claim 193, wherein said difference between said 

variant and said parent composes a different amino acid residue in said variant than in said parent 
at the position which corresponds to amino acid residue F403 in Bacillus licheniformis alpha- 
amylase. — 



\ 

i 



-- 201 . The variant according to claim 193, wherein said difference between said 

variant and said parent comprises a different amino acid residue in said variant than in said parent 
at the position which corresponds to anjino acid residue H405 in Bacillus licheniformis alpha- 
amylase. ~ 



- 202. The variant according to claim 193, wherein said difference between said 

variant and said parent comprises a different amino acid residue in said variant than in said parent 
at the position which corresponds to amino acid\residue H406 in Bacillus licheniformis alpha- 
amylase. - 



- 203. The variant according to claim 193s wherein said difference between said 

\ 

variant and said parent comprises a different amino acid residue in said variant than in said parent 
at the position which corresponds to amino acid residue D40^ in Bacillus licheniformis alpha- 
amylase. — 
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B/AfCfi' — 204. \ The variant according to claim 193, wherein said difference between said 
variant and said parent\comprises a different amino acid residue in said variant than in said parent 
at the position which corresponds to amino acid residue G427 in Bacillus licheniformis alpha- 
amylase. 



~ 205. The variant according to claim 193, wherein said difference between said 

variant and said parent comprises a different amino acid residue in said variant than in said parent 
at the position which correspond^ to amino acid residue 1428 in Bacillus licheniformis alpha- 
amylase. — 



- 206. The variant according to claim 193, wherein said difference between said 
variant and said parent comprises a different amino acid residue in said variant than in said parent 
at the position which corresponds to amino\acid residue D430 in Bacillus licheniformis alpha- 
amylase. — 

- 207. The variant according to claim 193, wherein said difference between said 
variant and said parent comprises a different amino acid residue in said variant than in said parent 
at the position which corresponds to amino acid residue G433 in Bacillus licheniformis alpha- 
amylase. — 
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— 208. \The variant according to claim 193, wherein said difference between said 
variant and said parent comprises a different amino acid residue in said variant than in said parent 
at the position which corresponds to amino acid residue G475 in Bacillus licheniformis alpha- 
amylase. 



— 209. The variant according to claim 193, wherein said parent alpha- amylase is 
produced by Bacillus. — 

— 210. The variant according to claim 193, wherein said parent alpha-amylase is 
produced by Bacillus licheniformis, Bacillus amyloliquefaciens or Bacillus stearothermophilus.- 



-211. 



A detergent comprising the variant according to claim 193.- 



— 212. A starch liquefaction composition comprising the variant according to 

claim 193.— 

213. A variant of a parent ajptfa- amylase, said variant having an amino acid 

sequence which differs from the aminoa<5id sequence of said parent, wherein the difference between 
said variant and said parent comj$rises a different amino acid residue in said variant than in said 
parent at one or more positkms selected from the group consisting of the positions which correspond 
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